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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals
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Field-collected samples

The nucleotide sequence data from this study are publicly available via the NCBI database: BioProject PRJNA754835 (all genomic and transcriptomic data sets
relating to genome Eg-G1s); GenBank accession no. JAIKUZ000000000 (Eg-G1s genome sequence); Sequence Read Archive (SRA) accession nos. SRR15522570,
SRR15522571 and SRR15522580 (PacBio long read DNA data for the protoscolex stage of E. granulosus genotype G1); SRR15522572 to SRR15522577, SRR15522581
and SRR15522582 (short-read DNA data for the protoscolex stage of E. granulosus genotype G1); SRR15522578 (RNA-seq data for the oncosphere stage of E.
granulosus genotype G1); SRR15522579 (RNA-seq data for the adult stage of E. granulosus genotype G1). GenBank accession nos. MZ889937 to MZ890124 (DNA
sequences of each of the four Eg95 genes of each of 47 E. granulosus samples (genotype G1 or G3; derived from short read data).

Sample sizes are appropriate for the study conducted.

N/A for this study; no exclusions required.

N/A for this study; no replication required.

N/A for this study; no randomization required.

N/A for this study; no blinding required.

N/A for this study. Not required.

Study did not require or use of wild animals.

N/A for this study. Not required.




